P.sp. TM (5´-YAK-CAg gCT CCC TCT CCg gAA TCg AAC-BBQ-3´), was used to analyze samples for the presence of Plasmodium spp. Each sample was analyzed in duplicate. The detection limit was 10 copies of target DNA per reaction. qPCR positive samples were used for classic PCRs aiming at amplifying 1140bp of cytB gen and 765bp fragment of the small subunit rRNA gen for phylogenetic analysis. 
Phylogenetic Analysis
Plasmodium sequences determined in this investigation were compared with published sequences using the BLAST network program from the National Center for Biotechnology Information (NCBI). CytB and 18S sequences were aligned to a selection of published sequences using multiple sequence alignment (MUSCLE) (5) as implemented in SeaView (6) and T-Coffee, which was run on a dedicated webserver (www.tcoffee.org). Conserved blocks were selected from the best alignment (as determined by visual inspection) by using Gblocks (7) , which was run on the Gblocks webserver (http://molevol.cmima.csic.es/castresana/Gblocks_server.html). The resulting alignments were haplotyped by using Fabox. The overall process came to generating a 1087bp-long CytB alignment comprising 54 taxa and a 621bp-long 18S alignment composed of 33 taxa, which served as input for further analyses. Likelihoods of models of evolution (JC, HKY and GTR; +F; +I, +G, +I+G) were estimated and then compared according to the Akaike information criterion by using jModelTest (8) . The models of evolution to which the datasets were a better fit were GTR+I+G for CytB and GTR+G for 18S.
Maximum likelihood (ML) phylogenetic trees were finally estimated under these models using PhyML (9) as implemented on a dedicated webserver (http://www.atgcmontpellier.fr/phyml/). Equilibrium frequencies, topology, and branch lengths were optimized and the tree search was realized by using a combination of hill-climbing algorithms (NNI & SPR). Branch robustness was assessed by nonparametric bootstrapping (500 pseudoreplicates).
Sequence Info Used from the Public Database
For CytB: M76611, FJ409566, FJ409567, AB354570, AY598139, GU045312 -GU045316, GU045318, GU045320, GQ355469, GQ355471, GQ355474 -GQ355478, GQ355480, GQ355481, GQ355485, GQ355486, NC_002235, FJ895307, FJ409564, AB489192, AY598141, AB354574, AB354575, AY800111, M29000, AF014115, AF014116, AB250415, AB250690, AY099032.
For 18S: M19172, AL844504, U07367, U03079, AB182489 -AB182491, AJ001527, M54897, AF488000, Z25819, EU560447, EU560448, EU560450, EU560451, EU560467, U72542, AB265790, AB287270, AB489195, AB489196, M14599, AF180727, DQ241815, X13706, M61723, AY625607.
